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dcl3 12/a WT
4e_L/a 4 ago4 1/a.7 WT dcl3//dcl3 DCL3//DCL3
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A k1l 2 mav @boitikoszsgessz)valamintaz = - %ﬂ——— T,gener§ci - T.generSci -
- - - - - - aood 12 sgl target sg2 target
1/ 4J 3.@)%] amabt O g I @T‘\/e §{ajﬂk (blStlkUS agod 1la.3=WT rz. ————— R ————— GACATGTTGCCACCTTTGEIG /2806bp/  GTCATAAAGACACCGATGAG GGG sgl /I sg2
S t r e SSZ) m e . e I ke @ §e m d at e I @ I | 2 ta‘”‘”’-” _@ WT GACATGTTGCCACCTTTGGTGGTGAAAAGCAAGAKACTTTTCCATSTCATAAAGACACCGATGAGGSECTGA
g ] Nmo ] A ——
. . sgl target : chr3.5/b.3 GACATGTTGCCACCTTTGGTGEGGAAAAGCAAGAAATTTTCCATATCATAAAGACACCGPRIAGGGGAACTGA WT//+1T ins
napjalnm e Z D g a. Bde@mbér@AZ e I V ® g Z e t t GCACACGCAAGAAGCCATEG chr3.5/b.4 GACATGTTGCCACCTTTGGTBGGAAAAG CAAGAMA ---mmrmeemeamemenmeamenmenmcnee ACTGA WT// - 403 del+16
_ _ ] . WT  CACTAAAAGGACAGGAATCAGSBCACACGCAAGAAGCCATTCEBGTG / sgl ins
® $ervezet1\/ | Z S g @ I®tp a e m @Z’ eﬂd |g chr3.1/a.3 GACATGTTGCCACCTTTGGTEGGAAAAGCAAGAAATTTTCCATATCATAAAGACACCGRGAGGGGAACTGA WT/+1T ins
- ] chr3.1/_a.1 CACTAAAAGGACAGGAATCAGAGCACACGCAAGAAGOTCGGETATTG /-1 del 3h:3.1/a.4 GACATGTTGCCACCTTTGGTBECGGAAAAGCAAGAAACTTTTCCATSTCATAAAGACACCGA---------- WT//T>G subs -59
el .
modellszervezeteken megszerzett | N f O I M8 @ebcrmmcercrcomcraseacaccemerecestioamsre e AT e
chr3.3/a.1 CACTAAAAGGACAGGAATCAGAGCACACGCAAGAAGTTCGGEGTATTG / -2 del ins
a I k a | knl_a IZ t§ ]ﬁ ra re CS \e ®_ r®>b e m chr3.3/a.3 ACTAAAAGGACAGGAATCAGA GLC-------------- TCGEETATTG / -15 del , A - >C subs chr3.12/a.6 GACATGTTGCCACCTITGGTGGBCCAAAAGCAAGAATTTTCCATATCATAAAGACACCGPRIAGGGGAACTGA +1T ins /+1T ins
HVAGO]—A sgl4 target HVAGO]—B

sgl5 target
GTTCGATTCCCATTGCGUTG

WT CACCTGCATCAAGCAAATOBTTCGATTCCCATTGCGCCCALTS

GTGCCGAATGTACCCTTGCG
WT TTCACGATGCACCTAGTGCCGAATGTACCCTTGCOBGGCATTGG
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| $ + + $=|
2_pool TTTCACGATGCACCTAGTGCCGAATGTACCCTTTGCCAGGCC
spld GTGCCGARTGTACCCTT=GCCAGEG
CONSENSUS  ..sssssssssesss:-01GCCGARTGTACCCTT . GCCAGE, .
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| + + + |
3_pool TTTCACGATCACCTAGTGCCGAATGTACCCCTTGCCAGGCC . .
spld GTGCCGARTGTACCC~-TTGCCAGG
CONSENSUS .esssssssssessDTGCCGAARTGTACCE, TTGCCAGG, .
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